
Table S3. PCR primer sequences used in this study.  
 

TTSS: Type 3 secretion system; LEE: Locus of Enterocyte Effacement 
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Gene Description Primer    

  Direction Sequence Product size (bp) Reference 

escN ATPase of T3SS F CGCCTTTTACAAGATAGAAC 856 1 

 R CATCAAGAATAGAGCGGAC   
espA Component of T3SS F ACTCGGTGTTTTTCAGGCTGC 445 2 

 R TGAAATAGTTCTATATTG   
Ler LEE-encoded regulator F ATGCGGAGATTATTTATTATG 393 3 

 R ATGTTAAATATTTTTCAGCGG   
lifA/efa1 adhesin protein/lymphostatin F AGAATGGAAGATCACACCAG 310 4 

 R ATAATGCCTTTCATCCACAC   


